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Idiopathic pulmonary fibrosis (IPF) is a chronic fibroproliferative pulmonary disorder for which there are currently no
treatments. Although the etiology of IPF is unknown, dysregulated TGF- signaling has been implicated in its
pathogenesis. Recent studies also suggest a central role for abnormal epithelial repair. In this study, we sought to
elucidate the function of epithelial TGF-B signaling via TGF-pB receptor Il (TBRII) and its contribution to fibrosis by
generating mice in which TBRI/Iwas specifically inactivated in mouse lung epithelium. These mice, which are referred to
herein as TRRINK*2.1-¢re mice, were used to determine the impact of TBR!/ inactivation on (a) embryonic lung
morphogenesis in vivo; and (b) the epithelial cell response to TGF-p signaling in vitro and in a bleomycin-induced, TGF-
B—mediated mouse model of pulmonary fibrosis. Although postnatally viable with no discernible abnormalities in lung
morphogenesis and epithelial cell differentiation, TBRINK*2-1-Cre mice developed emphysema, suggesting a requirement
for epithelial TBRII in alveolar homeostasis. Absence of TBRII increased phosphorylation of Smad2 and decreased, but
did not entirely block, phosphorylation of Smad3 in response to endogenous/physiologic TGF-B. However, TBRINkx2.1-cre
mice exhibited increased survival and resistance to bleomycin-induced pulmonary fibrosis. To our knowledge, these
findings are the first to demonstrate a specific role for TGF-B signaling in the lung epithelium in the pathogenesis of
pulmonary fibrosis.
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Idiopathic pulmonary fibrosis (IPF) is a chronic fibroproliferative pulmonary disorder for which there are
currently no treatments. Although the etiology of IPF is unknown, dysregulated TGF-f signaling has been
implicated in its pathogenesis. Recent studies also suggest a central role for abnormal epithelial repair. In
this study, we sought to elucidate the function of epithelial TGF-f signaling via TGF-f receptor II (TPRII)
and its contribution to fibrosis by generating mice in which TBRII was specifically inactivated in mouse lung
epithelium. These mice, which are referred to herein as TBRIIN*21<r mice, were used to determine the impact
of TBRII inactivation on (a) embryonic lung morphogenesis in vivo; and (b) the epithelial cell response to
TGF-f} signaling in vitro and in a bleomycin-induced, TGF-f-mediated mouse model of pulmonary fibrosis.
Although postnatally viable with no discernible abnormalities in lung morphogenesis and epithelial cell dif-
ferentiation, TBRIIV*21<* mice developed emphysema, suggesting a requirement for epithelial TBRII in alveo-
lar homeostasis. Absence of TRRII increased phosphorylation of Smad2 and decreased, but did not entirely
block, phosphorylation of Smad3 in response to endogenous/physiologic TGF-f. However, TRRIIN2Ire mijce
exhibited increased survival and resistance to bleomycin-induced pulmonary fibrosis. To our knowledge, these
findings are the first to demonstrate a specific role for TGF-f3 signaling in the lung epithelium in the patho-

genesis of pulmonary fibrosis.

Introduction

Excess or dysregulated TGF-f signaling is implicated in the patho-
genesis of many diseases, including those of the lung. These range
from adult pulmonary fibrosis to the neonatal chronic lung dis-
ease bronchopulmonary dysplasia (1). Idiopathic pulmonary fibro-
sis/usual interstitial pneumonia (IPF/UIP) is a fibroproliferative
disorder of unknown etiology characterized by progressive ECM
deposition and remodeling by a-SMA-expressing myofibroblasts.
Fibroblast accumulation progressively results in excessive scarring
and changes in lung architecture leading to loss of lung function
and death. Short of lung transplantation, there are currently no
effective treatments for IPF. Although initially thought to result
from mesodermal defects in repair following injury or viral infec-
tion, a new perspective on the pathogenesis of IPF includes a role
for the lung epithelium (2-4). In this paradigm, epithelial injury,
through release of profibrotic mediators, is believed to set up a
cascade of aberrant epithelial-fibroblast crosstalk reminiscent of
abnormal wound healing (5). Embedded in the notion of a role
for epithelium in the pathogenesis of IPF is the possibility that,
in addition to arising from resident lung fibroblasts, fibroblasts
within fibrotic foci in IPF lungs could be derived from epithelial
cells via the process of epithelial-mesenchymal transition, known
as EMT (6, 7). The mechanism and the extent to which this path-
way contributes to IPF remain unknown, as are the inciting factors
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that lead to epithelial injury. One incontrovertible aspect of IPF
pathogenesis is the involvement of dysregulated TGE-f signaling.

TGF-p ligands comprise a large family of structurally related
growth and differentiation signaling factors (8). Given both the
specificity and versatility of its functions, the core of the TGF-f3
signal transduction pathway appears surprisingly simple. TGF-§
functions by interacting with a heteromeric complex of trans-
membrane serine/threonine kinase receptors, the type I (TBRI)
and the type II (TBRII) receptors. Stimulation by either activin
or TGF-P leads to phosphorylation of transcription factors
Smad2 and/or Smad3, which in turn associate and form a com-
plex with Smad4 (8, 9). This heteromeric complex translocates
to the nucleus, where transcription of target genes is modulated
via direct DNA binding or through interaction with promoter-
specific transcription factors (10).

Critical roles for TGF- signaling have been found in both nor-
mal development and disease. For example, Tgfb2-null mice die peri-
natally, with developmental abnormalities in many organs includ-
ing limbs, heart, and lungs (11). Tgfb3 mutants also die perinatally
due to lung dysplasia and cleft palate (12). Conventional deletion
of Smad2 causes embryonic lethality, whereas Smad3~~ mice are
born alive. The latter mice develop a pulmonary phenotype consis-
tent with progressive emphysema (13). Targeted deletion of Smad4
also causes a wide range of developmental abnormalities includ-
ing defective prechordal plate, node, and notochord (14). Finally,
conventional deletion of both TBRI (AlkS) and TPRII causes early
embryonic lethality, indicating their critical role in early embryo-
genesis, but precluding further investigation of their functions in
later development and in adults (15).
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In animal models that are thought to mimic the process of
human IPF, genetic approaches have identified specific com-
ponents of the TGF-f pathway that may participate in lung
fibrosis. For example, Smad3~~ mice exhibit relative resistance
to bleomycin-induced pulmonary fibrosis (13). However, TGF-f3
signaling within the lung is confounded by the complexity of
the highly specialized cell types and their specific responses to
TGEF-B. Components of the TGF-f pathway including Smads
and the transmembrane receptors are expressed in both endo-
dermal and mesodermal cell derivatives, or “compartments,”
of the lung. The extent to which TGF-f receptors within each
compartment contribute to the specificity and versatility of sig-
naling during embryonic and postnatal development remains
unknown. Similarly, respective mesodermal or endodermal
contribution of signaling through each of the TGF-f receptors
to pulmonary fibrosis remains entirely unknown. In the cur-
rent study, we used the endoderm-specific Nkx2.1-cre approach
to inactivate TRRII specifically within the lung epithelial com-
partment. Surprisingly, epithelium-specific deletion of TRRII
caused no discernible abnormalities during embryonic lung
development. However, absence of epithelial TRRII activity in
postnatal life was associated with nonprogressive emphysema.
As inactivation of TRRII did not cause lethality, we were also
presented with an opportunity to examine the role of endoder-
mal TRRII in lung injury using a murine model of bleomycin-
induced pulmonary fibrosis. Importantly, endodermal loss of
TPRII conferred partial protection against bleomycin-induced
fibrosis, implying a central role for alveolar epithelium in
278
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Figure 1

Epithelial specificity of recombination induced by Nkx2.1-cre in organs
of double-transgenic Nkx2.1-cre;Rosa26R mice. LacZ staining was
observed in the brain (arrowheads) and thyroid primordium (arrows)
in E9.5 embryos (A). Nkx2.1-cre—mediated recombination in the lung
was first visible in E11 lungs (arrow in B and outlined in C). In E13,
E15, and E17 embryonic lungs, LacZ staining was restricted to epi-
thelial cells in the lung (D, F, G, I, and J), but was also expressed in
the tracheal epithelium (E and H). In Pn7 neonates (K), LacZ staining
was localized to the bronchoalveolar duct junction (arrowheads) and
alveolar type Il cell progenitors (arrows). Scale bar: 2 mm (B and G);
800 um (A and D); 400 um (H and J); 200 um (E); 100 um (F, I, and
K); and 40 um (C).

development of fibrosis. To our knowledge, this is the first
direct demonstration of a specific role for the lung endo-
derm-specific TGF-f signaling pathway in the pathogenesis of
pulmonary fibrosis.

Results
Epithelial inactivation of TBRII by Nkx2.1-cre—driven recombination.
Previous studies have shown that conventional deletion of TBRII
leads to early embryonic lethality (11), while mesenchymal dele-
tion of TPRII results in gross abnormalities of trachea and lung
(16). To study the role of TRRII specifically in lung epithelial cells,
we crossed TRRIIV females with Nkx2.1-cre male mice and back-
crossed the heterozygotes to generate TRRII"/;Nkx2.1-cre (simply,
TBRIIN%2 1) progeny. Nkx2.1 encodes a key transcriptional regula-
tor of lung morphogenesis whose onset of expression in the mouse
occurs on day E9.5. The Nkx2.1-cre mouse line carries a BAC gene
in which the sequences encoding the cre recombinase are inserted
within the first 15 bp of Nkx2.1 exon 2 (17). In Nkx2.1-cre;ROSA26-
LacZ double-transgenic embryos, LacZ staining can be detected in
the primordium of the lung in E11 mouse embryos (Figure 1, B
and C). This staining is limited to the endodermally derived epi-
thelial progenitor cells forming the primitive airways and the first
branched structures of the embryonic lung (Figure 1). Thereaf-
ter, LacZ can be found in all endodermally derived epithelial cells
throughout lung development (18). In postnatal lung samples,
LacZ staining is found in the epithelium of the bronchoalveolar
duct junction (arrowheads in Figure 1K) as well as alveolar epithe-
lial type II cells (arrows in Figure 1K).

TPRII N2 Iere mice were postnatally viable and fertile. Regular
mating consistently produced progeny at expected Mendelian
ratios. Nkx2.1-cre-induced lung deletion of TBRII exon 2 was
validated by PCR analysis of genomic DNA from lung and other
organs (control) of transgenic mice. A PCR product that indi-
cated deletion of exon 2 was amplified from DNA extracted from
TRRIINe2Lere Jungs, but not from DNA obtained from other tissues,
including the heart, where Nkx2.1 is not expressed (Figure 2B).

TPBRII protein was examined by immunohistochemistry in TBRIIVf
and TRRIIN#21e¢ Jungs. Immunostaining was found primarily in
cells that appeared to have characteristics of alveolar type II cells
in the lungs of control TBRII"f mice (Figure 2C). In contrast, lit-
tle to no detectable immunoreactivity for TBRII was present in
TRRIMNe21ere Jungs (Figure 2D). Western blot analysis was used to
measure steady-state levels of TBRII protein and those of down-
stream targets of TGF-f signaling in mutant and control lungs.
In total lung, the level of TRRII was reduced by approximately 70%
compared with controls (Figure 2, E and F). Levels of total and
phosphorylated Smad2 (p-Smad2) and p-Smad3, as well as p-ERK
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Figure 2

Generation and validation of TRII conditional knockout alleles. (A) Schematic map of the mouse TBRII floxed locus. Arrowheads designate loxP
sequences. Primers a, b and c, used in genotyping the mice, are also shown. (B) PCR genotyping using the 3 primers in A. Heart (lanes 1, 3,
and 5) and lung tissue (lanes 2, 4, and 6) from floxed alleles and wild-type alleles can be distinguished by their size using primers a and b. Prim-
ers for Cre detection are provided in Methods. Deleted TBRII allele is detected using primers a and b. (C and D) Immunohistochemical analysis
for TRRII protein in TRRII and TRRIINk2-1-cre lJungs, respectively. Arrows show alveolar type ll-appearing cells in TR/ and TRRIINkx2.1-cre adult
lungs. (E and F) Western blot analysis and densitometric quantification of total protein homogenates from TR/ (control) and TRR/[Nkx2.1-cre
(mutant) lungs, respectively. Values were normalized against a-tubulin. (G) p-Smad2 and p-Smad3, normalized against total Smad2 and Smad3,
respectively. (H) Densitometric quantification of the Western blot in G. (I and J) p-ERK normalized against total ERK and densitometric quanti-

fication. **P < 0.01; *P < 0.05. n = 3. Scale bar: 40 um.

were also measured. Compared with controls, total Smad2 protein
remained unchanged in the mutantlungs (Figure 2, G and H). How-
ever, Smad3 and its activated form (p-Smad3) were both decreased,
whereas p-Smad2 was increased in TBRIIN®?1< Jungs (Figure 2). In
addition, there was increased activation of ERK in the TRRI[Ntx2Lere
lungs compared with TBRIIV controls (Figure 2,1 and J).

We also examined the TGF-f pathway and its response to
recombinant TGF-} treatment in isolated type II cells (Figure 3).
Western blot analysis of total proteins from TRRIIVW2 e type 11
cells showed more than 70% reduction in the abundance of
TPRII protein, when compared with TBRIIV/ type II cells (Fig-
ure 3, A and B). In contrast to total lung (as shown in Figure 2),
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the abundance of Smad2 or Smad3 proteins was not discern-
ibly changed, with or without treatment with recombinant
TGEF-B (Figure 3, C and D). However, phosphorylated Smad2
was reduced in untreated TRRIIN®2 1< alveolar type II cells,
whereas phosphorylated Smad3 was only faintly detectable
on the Western blot in either mutant or control type II cells.
Treatment with TGF-f increased both phosphorylated Smad2
and Smad3 in the mutant type II cells, but compared with the
controls, the response, particularly for p-Smad3, was blunted
(Figure 3, C and D). Overall, the basal level of p-ERK and its
response to TGF-f appeared to be equal in TBRIINt21<¢ and
TRRII type I cells (Figure 3, E and F).
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Figure 3

Characterization of the TGF-f pathway in isolated alveolar
epithelial type Il cells. (A) TRRII levels determined by West-
ern blot analysis in TRRI/I"" and TRRIINk2.1-cre type || cells.
(C) Western blot analysis of Smads and p-Smads in control
and TGF-p—treated type Il cells. (E) Western blot analysis
of ERK and p-ERK in control and TGF-p—treated type I
cells. Quantification of A, C, and E is shown in B, D, and F,
respectively. **P < 0.01; *P < 0.05.

As we observed in vivo changes in the components of
the TGF-f signal transduction pathway, particularly in
Smad2 and Smad3, described above, it became logical to
examine the impact of epithelium-specific TBRII deletion
on select known targets of TGF-f. Surprisingly, real-time
PCR analysis revealed a complex and mixed response of
TGF-f target genes, which encode components of the
ECM. Thus, fibronectin 1 and collagen 3al were signifi-
cantly increased in mutant lungs. In contrast, collagen
lal (Collal), Col4al, and 0-SMA remained unchanged
(Figure 4H). Potential alterations in expression of metallo-
proteinases and their tissue inhibitors were also interro-
gated. Although expression of connective tissue growth
factor (Crgf), plasminogen activator inhibitor-1 (Pail),
Mmp2, Mmp9, and tissue inhibitor of metalloproteinase 2
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Morphology and epithelial cell differentiation in TBRIIN®21<r¢ Jypgs.
TRRIINk21e¢ mice survive and reproduce normally. When com-
pared with either TBRII"f or wild type age-matched mice, gross
morphology of the TBRIIV#2 ! lungs at 3 weeks of age appeared
normal. Remarkably, after 8 weeks of life, distinct signs of alveolar
enlargement, a phenotype consistent with emerging emphysema,
was discerned in the lungs of TBRIIN®#21e¢ mice (Figure 4, A-D).
Quantification of alveolar diameter by several methods including
mean liner intercept and direct distal alveolar counts supported
the occurrence of emphysema in 8-week-old TBRIINt2Iere mice
(Figure 4, E-G). However, later examination of the mutant lungs
in 11-month-old mice revealed no sign of progression of this phe-
notype (data not shown).

Lung epithelial cell differentiation was examined by immuno-
fluorescence using antibodies to cell-specific markers. Distribu-
tion of Nkx2.1 and surfactant protein B (Sp-B), a marker of both
airway and alveolar epithelial cells, was comparable in mutant and
control lungs (Supplemental Figure 1, C-F; supplemental mate-
rial available online with this article; doi:10.1172/JCI42090DS1).
Immunostaining with an anti-CC-10 antibody showed normal dif-
ferentiation and spatial distribution of Clara cells in both mutant
and control lungs (Supplemental Figure 1, C and D). o-Tubulin, a
marker of ciliated cells, was also found to be normally expressed
on the apical side of the proximal epithelial cells in mutant and
control mice (Figure 1, A and B). The magnitude and distribution
of Sp-C and T1-a, markers respectively of type II and type I cells,
were also unchanged, indicating preservation of number and dis-
tribution of specialized alveolar epithelial cell types in TBRIINk<2 re
lungs. Thus, lung epithelial cell differentiation does not appear to
be dependent on epithelial TBRII signaling.
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(Timp2) was unchanged, transcripts for MmpI2 and Timpl
were increased several fold (Figure 4I).

TPRIINW21ere mijce exhibit relative resistance to bleomycin-
induced lung injury. Adenoviral overexpression of TGF-f
induces pulmonary fibrosis (19). Additionally, TGF-f is

a key mediator of EMT, a process by which epithelial cells may con-
tribute to pulmonary fibrosis (20). Epithelium-specific deletion of
TPRII and the postnatal viability of mutant mice presented a unique
opportunity to examine what role, if any, TGF-f signaling, specifi-
cally via epithelial TBRII, may have in a murine model of pulmonary
fibrosis. Bleomycin was administered at 2 U/kg intratracheally (i.t.)
to a group of 2-month-old TRRIN®2 1 and TRRIIVf control mice.
Intratracheal administration of bleomycin caused lethality in 75%
of control mice by day 16. Remarkably, all mutant mice survived
the treatment (Figure 5A). Because of this differential survival rate,
we next examined the impact of intranasal (i.n.) administration
of bleomycin. This mode of delivery caused less severe injury and
allowed survival of control mice and hence their analysis. Following
in. administration of bleomycin, weight loss, a normal occurrence
following bleomycin exposure, was monitored at regular intervals.
Initially, weight loss was similar in the 2 groups. Within the first
5 days, however, while TBRIIM*?!¢ mice began to recover, TBRII!
control mice continued to lose weight. Between day 2 and day 13 of
the study, there was a significant difference between the 2 groups of
mice, with more rapid stabilization of weight for TBRIIN®21oe mice.
By day 13, the TBRII’/ mice in the control group had recovered to
the level of the mutant mice (Figure 5B).

On day 14 following i.t. bleomycin administration (1.3 U/kg), we
obtained total lung lavage and measured protein concentration
to determine the extent of injury and epithelial permeability. We
found significantly lower permeability in the TBRIIN®21< Jungs
when compared with TBRII¥# lungs (Figure SD). Consistent with
the latter results, measurement of lung compliance after 14 days of
exposure to bleomycin also showed significant differences between
TRRINk2Lee and TBRIVA control mice (Figure 5C).
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Figure 4

Morphological and real-time PCR analysis of TGF-f targets in TRR/I and TRRI[Nkx2.1-cre Jungs. (A—D) Morphological analysis by H&E staining on
sections of 8-week-old lungs showing the presence of alveolar enlargement. (E) Distal airway counts in multiple sections of control and mutant
lungs at both 3 weeks and 8 weeks of age. (F) Quantification of average size in pixels of airways using Image J. (G) Mean linear intercept mea-
surements (1.0 = 200 um). n = 3 per group; 5-10 slides from each group. (H) Real-time PCR analysis of ECM components. (I) Real-time PCR
analysis of TGF-p targets. n = 3 per group; **P < 0.01; *P < 0.05. Scale bar: 200 um.

Histology of the TBRII"/ lungs on day 21 following bleomycin
administration showed extensive, focalized, and heterogeneous
dense interstitial fibrosis in paraseptal regions (Figure 6A). In
contrast, only a few small and isolated fibrotic foci were observed
in the TRRIINk2 1< Jungs (Figure 6B). Deposition of collagen, a
key feature in bleomycin-induced pulmonary fibrosis, was assessed
by two different methods. First the amount of collagen deposited
was examined by trichrome staining after 21 days of injury (Fig-
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ures 6, C and D). Second, soluble collagen content was measured
in total lung homogenates at 14 days after injury (1.3 U/kg). As
shown in Figure 6E, compared with saline controls, the mutant
lungs showed less collagen deposition in response to bleomycin by
Sircol assay when compared with TBRII"/ controls.

In addition, analysis of apoptosis within the fibrotic foci
by TUNEL staining revealed a significant difference between
TBRINk2 e and TRRIIY/ lungs. There was nearly a 3-fold increase
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Physiological impact of bleomycin injury in TBRII"# and TRRIIN2.1-cre mice. (A) Survival profile of mice receiving i.t. injection of bleomycin or saline
(control). (B) Weight loss in mice receiving i.n. instillation of bleomycin or saline (control). Animals were monitored up to 21 days. (C) Compli-
ance (kPa/ml) in control and mutant lungs on day 14 of bleomycin treatment. (D) Epithelial permeability on day 14 after bleomycin exposure as
measured by protein content of BAL. **P < 0.01; *P < 0.05. n = 5 per group.
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in TUNEL-positive cells in the mutant fibrotic foci compared with
those in the control lungs (Figure 6, F-]). Further studies showed
that the apoptotic cells were nearly exclusively positive for vimen-
tin (data not shown). Whether EMT contributes to this cell popu-
lation remains unknown, as such information awaits development
of additional mouse lines with cell lineage-tracing capabilities.
Attenuated response to bleomycin in TRRIIN®#21<re [ypgs. Fibro-
blast-specific protein 1 (FSP1) and a-SMA are increased in both
IPF and bleomycin-induced pulmonary fibrosis (21, 22). Using
immunohistochemistry and Western blot analysis, protein lev-
els for a-SMA and FSP1 were examined in mutant and control
lungs (Figure 7, A-F). Based on Western blot results normalized
to lamin A/C, both FSP1 and a-SMA were significantly reduced
by nearly one-half in the mutant lungs, compared with TRRII!
controls. To assess the impact of bleomycin treatment, we also
measured by real-time PCR the mRNA level for a-SMA and a
number of profibrotic mediators that included fibronectin and
collagens. Compared with controls, fibronectin and a-SMA
mRNA levels were markedly reduced in the mutant lungs (Figure
7G). Real-time PCR quantification of mRNA measurement was
also applied for Mmps and their tissue inhibitors (Timps) and the
TGEF-p targets Pail and Ctgf, as they are known to contribute to
development of pulmonary fibrosis (23, 24). Relative expression
of mRNA for each gene in the injured lungs, normalized to the
value found in uninjured lungs, for mutant and control mice are
plotted and shown in Figure 7H. Whereas changes in Ctgf and

282 The Journal of Clinical Investigation

0.8 4

0.6 4

0.4 4

http://www.jci.org

Figure 6

Relative resistance to bleomycin-
induced fibrosis in TRRIINkx2.1-cre
mice. Representative lung his-
tology on day 21 after exposure
to bleomycin in TRR/If (A) and
TBRIINkx2.1-cre (B) mice. Trichrome
staining on sections of the same
lungs are shown in C and D,
respectively. Quantification of col-
lagen in the lungs by Sircol assay
(E); **P < 0.005. TUNEL assays
are shown in F and H for TRRI//f
and G and | for TRR/INkx2.7-cre Jungs.
H and | are with DAPI. (J) Quan-
tification of positive (green) cells
in the fibrotic foci of TRRII" and
TRRINk2.1-cre lungs. Scale bar: 2
mm (A and B); 200 um (C and D);
50 um (F-l). **P < 0.01; n = 3-6
slides from each lung.

DAPI + TUNEL

T‘HR’IFI-‘J’:’ T‘HH”NHZ 1-cre

Pail were negligible, Mmp2, Mmp12, and Timpl were significantly
lower and Timp2 was higher in the mutant mouse lungs versus
the controls. In addition, a similar pattern of Mmpl2 response
was observed in lung macrophages (data not shown).

While the bleomycin injury model allowed an indirect approach
to examine the impact of epithelium-specific TBRII deletion on the
response of the lung tissue to TGF-f-mediated injury, we also exam-
ined the response of isolated alveolar type II cells to direct stimu-
lation by recombinant TGF-f. Consistent with the observation in
total lungs, Ctgf, Pail, Mmp12, and Timpl values, compared with
controls were greater in the TBRIIN®21< alveolar type II cells, with
the latter two reaching statistical significance (Figure 8A, asterisks).
With TGF-f treatment, Ctgf and Pail mRNAs increased more than
2-fold in TBRII" type II cells. In contrast, Ctgf and Pail mRNAs in
TPRRINk:2Ire cells were unresponsive to TGF-f} treatment. After 1
hour of TGF-f treatment, Mmps and Timps slightly increased in the
control cells (values above unity). Remarkably, similar treatment
with TGF-f resulted in decreased mRNA for Mmp12 and Timp1 in
isolated TBRIINw2 e alyeolar type II cells (Figure 8B).

Discussion
The goal of the present study was to define the precise role of
epithelial TRRII signaling in lung development and disease. In
the lung, the role of specific receptors is complicated by the het-
erogeneity of cell types thought to exceed 40 varieties derived
from both the embryonic endoderm and mesoderm. Using the
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Figure 7

Characterization of the fibro-
genic markers and TGF-f tar-
gets in TRRIIM and TRRI[Nkx2.1-cre
lungs exposed to bleomycin.
Immunofluorescence for a-SMA
in TRRIIM (A) and TRRI[Nkx2.1-cre
lungs (B) on day 21 after
bleomycin injury. (C and D)
Immunofluorescence analysis
for FSP1 in control and mutant
lungs. (E and F) Western blot
analysis of a-SMA and FSP1
normalized to lamin A/C in
control and mutant lungs. Fold
increase in mRNAs (injured/
uninjured ratio) for ECM com-
ponents (G) and Ctgf, Pai,

Lamin A/C
a-SMA
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G H . )
50 metalloproteinases, and their
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endoderm-specific Nkx2.1-cre, we deleted exon 2 of TBRII specifi-
cally in lung epithelial progenitors. Surprisingly, epithelial inac-
tivation of TRRII exon 2 did not alter the course of embryonic
lung development as TBRIIN#2 ! mutant pups were born alive
and showed no signs of respiratory distress. Interestingly, how-
ever, after 8 weeks of life, TBRIINV2 1< Jungs exhibited distinct
but mild signs of airspace enlargement associated with reduced
phosphorylation of Smad3 (Figure 2). Mice carrying a null Smad3
allele also develop alveolar instability manifested as emphy-
sema/alveolar enlargement (13). In Smad3~~ mice, steady-state
mRNA for the metalloproteinase Mmp12, known to be negatively
regulated by TGF-f, was significantly increased (13). Similarly,
Mmp12 mRNA was significantly increased in TRRIIN®*21<¢ mutant
lungs in association with decreased p-Smad3 (Figure 4). Parallel
changes in MMP-12 and p-Smad3 were also found in isolated
TRRIINk21<re type 11 cells, suggesting that the observed pheno-
type was the dir